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Figure 3. Human Cytokine/Chemokine/Growth Factor Panel B utility
for quantitative profiling 48 biomarkers in urine, CSF, saliva, and milk
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Figure 4. Simultaneously profiling 96 cellular proteins in the
tumor tissue lysates in human colorectal cancer samples

A heatmap analysis of 96 cytokines, chemokines, growth factors in tissue lysates from tumor tissues and adjacent
normal tissues from CRC samples (n=2). The data is presented as log2 of the concentration in a Red-Yellow-Blue
heatmap showing higher values in Red and lower values in Blue. (i) Panel A 48-plex and (ii) Panel B 48-plex.
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(ii) Human Cytokine/Chemokine/Growth Factor Panel B
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Figure 5. Profiling 48 exosomal cytokine, chemokines, and growth factors (Panel B)
in the serum-derived exosomes in human pancreatic cancer samples

A heatmap analysis of Panel B 48 cytokines, chemokines, growth factors in serum-derived exosomal lysates isolated from
pancreatic cancer sera (PANC, n=4) and normal healthy controls (Normal, n=4). The data is presented as log2 of the

concentration in a Red-Yellow-Blue heatmap showing higher values in Red and lower values in Blue.
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Summary

« In addition to the established MILLIPLEX® Human Cytokine/Chemokine/Growth Factor
Panel A 48-plex, we have developed a second 48-plex, MILLIPLEX® Human
Cytokine/Chemokine/Growth Factor Panel B, for simultaneously quantifying unique
immune proteins using 25 pL of diluted samples. Learn more at

« MILLIPLEX® multiplex profiling of these 48 cytokines, chemokines, and growth factors in  SigmaAldrich.com/

Human Cytokine/Chemokine/Growth Factor Panel B has identified secreted and cellular milliplex-cytokines

cancer-immunity biomarker candidates in colorectal cancer (CRC) sera, tumor cell
conditioned media (data not shown), and human tumor tissue lysates.

« We reported 7 putative circulating cancer biomarkers in human CRC sera: BAFF, sFas, SCF,
and MPIF-1 are elevated in human colorectal cancer sera when compared to the
expression levels in sera from healthy controls, and IL-20, ENA-78, and 6CKine are
reduced in human CRC sera when compared to the expression levels in sera from healthy
controls.

« Differential expression of multiple cytokines, chemokines, and growth factors are detected
as cellular proteins in tumor lysates and the matching adjacent normal tissue lysates from
the same sample groups.

« Differential expression of exosomal cargo proteins were also demonstrated in serum-
derived circulating exosomes isolated from cancer samples, as compared with the
exosomes isolated from healthy controls.

« Our results show the addition of this new 48-plex MILLIPLEX®,
Cytokine/Chemokine/Growth Factor Panel B (Cat. No. HCYTB-60K) to the 48-plex Human
Cytokine/Chemokine/Growth Factor Panel A (Cat. No. HCYTA-60K) allows simple, sensitive,
reliable, and accurate biomarker identification/ characterization and quantitative profiling
of biologically important changes.
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